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Figure IB 



JU/009980 



ITS5 

AJ245578 1 T jGGAAGGAGAAGTCGTAACAAG^ TTCCGTAGGTGAACCTGCGGAAGGAT 50 

AJ2 4 5 575 1 TGGAAGGAGAAGTCGTAACAAGGTTTTCGTAGGTGAACCTGTGGAAGGAT 5 0 

************************** ************** ******** 

5 

AJ245578 51 CATTGTCGATGCCTCACAAGCAGTCCGACCCGTGAACTTGTTTTGCTTAT 100 
AJ245575 51 C ATTGTCGATGCCTCACAAAACGAACGACCTGCGAATTGGTTAAACT-AT 99 
******************* * ***** * *** * *** ** ** 

10 AJ245578 101 TTAGGGTTGGTTTGGGGCGTGTCAAAACACGCCGACCTTCCTTTGGTTGG 150 
AJ245575 100 CGGGGGCGGG - - GGGCGTGCGTCCTCCCAAGCCTCCATGTCGGGAGGCGC 147 
*** ** ** * * *** ** *** * * * * * 

AJ24 5 57 8 151 GAGTTGTCTGCCTTGCGTGGCTTTCTCTTAGCCTTTAACAAACCCACCGG 2 00 
15 AJ245575 148 CTGTGGCCCCCCGCCACTCGTGCTACCTCGACCAAAAAACTAACC - CTGG 196 

** * * ** * * * ** ** ** * ** * ** 

AJ24557 8 2 01 CGCTACACGCGCCAAGGAAACTTAACTNTTCTGTGCGCCCTTGCCAGCCC 2 50 
AJ245575 197 CGTTTAACGCGCCAAGGAACTACAACCAGTGAGCGTGCTCCCGATGACCT 246 

20 *** ************* *** * ***** * ** 

AJ245578 251 GGTAACGGTGCTGTGTAGGTT - GNGTTTAGATACATGAATC - AAAATGAC 298 
AJ245575 247 GGTAACGGCGATCGATCGATGAGCGTCGTGACATTCTTATCCAAAATGAC 296 



25 



30 



******** * * * * * * ** ** * *** ******** 

AJ24 557 8 2 99 TCTCGGCAACGGATATCTCGGCTCTCGCATCGATGAAGAACGCAGCA 34 5 
AJ24 55 75 2 97 TCTCGGTAACGGATATCTCGGCTCTC |GCATCGATGAAGAACGCAG^ A 34 3 
****** **************************************** 

ITS2 



Figure 2 



1U/0U9980 



ITS3 

AJ2 4 55 7 7 1 i jGCATCGATGAAGAACGCAGCj GAAATGCGATACTTGGTGTGAATTGCAGA 5 0 

AJ24 5576 1 TGCATCGATGAAGAACGCAGCGAAATGCAATACTTGGTGTGAATTGCAGA 5 0 

**************************** ********************* 



AJ245577 
AJ245576 

AJ245577 
AJ245576 



AJ245577 
AJ245576 



51 ATCCCGCGAACCTTCGAGTCTTTGAACGCAAGTTGCGCCCGAAGCCATTA 10 0 

51 ATCTTGTGAACCATCAAGTCTTTGAACACAAGTTGTGCCCGAAGCCATCA 10 0 
*** * ***** ** *********** ******* ************ * 

PG22 



101 GGCCGAGGGCACGCC frGCCTGGGCGTCGCGCGTC| GTTGCCCTAACTCGG- 14 9 

101 AGCCGAAGGCACGTCTGCCTGGGTGTCAC ACACTGTCGCCCCCACCCCGT 15 0 
***** ****** ********* *** * * ** **** ** * * 

15 0 - ACGTCTC ATTTGGTGTCGTTG AGTGG - CGAATGTTGGCTTCCC ACGAGC 197 

151. GGCCTCTCGCGTGGCTTCGAGGAATGGGCAGATTATGGCCTTCCGTGAGC 200 
* **** *** *** ** *** * ** **** * ** **** 



AJ245577 
AJ245576 



AJ245577 
AJ245576 



AJ245577 
AJ245576 



198 GTTGCCTCATGGTTGGTTGAAATTCGAGTCCGTGGTGGAGGATGCCACGA 247 
2 01 TTCGCCTTATGGATGGCCCAAAAGAGAGTTCGCGGTGGCGACTGCCACGA 2 50 



* **** **** *** 



**** ** ***** * ******** 

PG21 



24 8 TTGATATGGTGGTTGAGTAATTAGCTCGAGACCCATCGTGAG |CGACTC - C| 2 96 

251 C - - GC ACGGTGGATGAGCAAAG A - CTCAAGACCAGTCGTGC AAGTGTCAT 297 
* ***** **** ** * *** ***** ***** * ** 

PG21 

2 97 [ATCTTGTTTTGGA| CTCTTTGACCC ACATGAGCATCTCCG - ATGCTC 341 

2 98 ACCCGGGATTGCGCTCGGAGACCCTTCAGCATCGCGAGGTGCATATGCCT 34 7 



** * *** *** 



* * * * * * 



AJ24 5577 342 GTTACGAGACCTCAGGTCAGACGGGGTTACCCGCTGAGTTTAA |GCATATC| 3 91 

A J2 45576 348 CGAACG GGACCCTAAGTCAGGCGGGGCTACTCGCTGAGTTTAAGCATATC 3 97 
*** **** * ***** ***** *** ******************* 

ITS4 

AJ245577 392 |AATAAGCGGAGGA| A 405 

AJ245576 398 AATAAGCGGAGGA 410 
************* 

ITS4 
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Figure 5 




Figure 6 



1U/009980 




Figure 7 



10/009980 



St 1234567 




Figure 8 



10/009980 



1 2 3 4 5 6 7 




Figure 9 



